: Results of pWALTZ-like scoring using only the PSSM. Accuracy is measured using the area under the ROC curve (AUC-ROC), and area under the precision-recall curve (AUC-PR).
Supplemental ROC and PR curves
The figures below provide ROC and PR curves that correspond to the results reported in Tables 1 and 2 in the paper. This figures provides the ROC curves (left) and PR curves (right) on the Alberti dataset (top) and the full yeast proteome (bottom) that correspond to the results provided in Table 1 This figures provides the ROC curves (left) and PR curves (right) on the Alberti dataset that correspond to the results provided in Table 1 in the paper. 
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